
1 
 

HUMANITAS UNIVERSITY 

 

Selection procedure for a Type B Research Fellowship in Life Sciences in compliance with 
art. 22 of law 240/2010  

 

Humanitas University invites applications for a position as Research Fellow in Life Sciences. 

Research Program Title  
Next-generation sequencing (NGS) approaches for the 
identification of novel inherited non-syndromic 
sensorineural hearing loss (NSHL) related genes 

Research supervisor - Tutor   Prof. Rosanna Asselta 

Scientific Area 05- Biological science  

Gross amount of the fellowship 22.500 Euro 

Duration of the fellowship 12 months 

Objectives of the research  

Preparation of sequencing libraries to perform exome 
sequencing of probands/families with NSHL. 

Bioinformatics analysis of whole-exome sequencing data 
using standard or in-house developed pipelines. 

Managment of databases containing sequencing data. 

Analysis of expression and splicing pattern, setting up of 
minigene constructs and splicing assays to analyze the 
effect of mutations in a candidate gene identified within 
the project. 

The work place is in Rozzano - Milano.  

A brief description of the: project, activities to be carried out, mandatory requirements to take 
part into the selection process, information on the application procedure and on the selection 
criteria are presented in the following. 

 

 

RESEARCH PROJECT: 

Non-syndromic sensorineural hearing loss (NSHL) is the most common sensory disorder  
affecting at least  278 million people worldwide. 

Next-generation sequencing (NGS) has been successfully applied to find causal mutations in 
Mendelian disorders, including inherited non-syndromic sensorineural hearing loss (NSHL), the 
most common sensory disorder, characterized by a high genetic heterogeneity with >110 
mapped loci and >70 associated genes. However, many genes still remain to be disclosed, 
making it difficult to complete the molecular diagnosis for many patients. In this frame, whole-
exome sequencing (WES) currently represent the state-of-the-art strategy to search for novel 
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disease alleles underlying rare Mendelian disorders, especially for those, like NSHL, showing a 
high level of locus and allelic heterogeneity. 

The main aim of this research project will be the application of the WES approach to selected 
families to identify novel genetic determinants of NSHL and investigating their causal role. In 
particular, novel genes/mutations will be investigated both by using in cell model systems and 
by modelling  the disease in zebrafish and mouse. 

ACTIVITIES TO BE CARRIED OUT: 

The successful candidate will carry out NGS approaches for the identification of novel inherited 
non-syndromic sensorineural hearing loss (NSHL) related genes 

MANDATORY REQUIREMENTS: 

In order to be considered for the post candidates must hold a Bachelor's degree obtained in 
accordance with DM 270/2004 or an equivalent Italian University degree or a comparable 
academic title granted by a foreign University (usually referred to as a Master's Degree) in 
Biotechnologies, a Degree in Medicine and Surgery, a Master degree in Biological Sciences or 
Equivalent.  

SELECTION PROCESS: 

Applications should be written on plain paper according to the application form attached 
(ALLEGATO A) to the Rectoral Decree n. 106/2016 (available at page 
http://www.hunimed.eu/it/lavora-con-noi/) and must be produced, under penalty of exclusion, 
within twenty (20) days from the day of the publication of the notice. If the specified deadline 
falls on a public holiday, the deadline is the next working day.  

The application form, duly signed, under penalty of exclusion, can be sent in one of the 
following ways:  

1. via certified email (PEC) by sending the application and all relevant documents, in PDF 
format, to hunimed@pec.it (quoting in the subject: "Research Project title as stated in the table 
above" with the indication scientific area relevant for this post. Please note that certified email 
can only be received by other PEC; therefore will not be considered valid, the application sent 
by an e-mail address that is not certified as PEC. 

2. Either via registered letter with acknowledgment of receipt, courier or hand-delivered  to the 
Rector of the University Humanitas, “Segreteria del Rettorato della Università Humanitas” via 
Manzoni No. 113-20089 Rozzano (MI), by the deadline mention above specifying on the 
envelope the “Research Project title as stated in the table above”, the name and address of the 
candidate. 

Applications must include: 

1. a curriculum vitae dated and signed, containing the description of any professional or 
research experience (including publications and participation at conferences); 

2. a copy of a valid document of identity or, for Non-EU citizens, a copy of applicant’s passport. 

For EU citizens or equivalent, that which has been declared in the application form 
(ALLEGATO A) assumes substitute value of certifications according to DPR 445/2000; 

Applications can also include: 
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3. a dated and signed list of the titles presented; 

4. a dated and signed list of the publication presented; 

 

All the titles and publications presented together with the application can be produced on plain 
paper together with a declaration made according to the model attached (ALLEGATO B) to the 
Rectoral Decree n. 106/2016 (available at page http://www.hunimed.eu/it/lavora-con-noi/)  

As part of the selection process, a Selection Committee will evaluate the curriculum, titles and 
publications presented by the candidate. 

 

SELECTION CRITERIA: 

The candidate should master the main molecular and cellular biology techniques (nucleic acid 
extraction, molecular cloning, transfections in eukaryotic cells, PCR, RT-PCR, qPCR, digital 
PCR, Sanger sequencing). 

The candidate should have a proven experience  in the preparation of sequencing libraries (both 
DNA and RNA sequencing) and in the analysis of NGS data (whole exome, whole 
transcriptome). 

Preference will be given to candidates who had a working experience in a foreign institution and 
who have attended to international courses in the field of genomic data analysis.  

 

FURTHER INFORMATION:  

For more details on the selection process please refer to the Rectoral Decree n. 106/2016 
(http://www.hunimed.eu/it/lavora-con-noi/) or send an inquiry to ufficiodocenti@hunimed.eu or 
contact the following number +39 02.8224.5642. 


